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3 <110> APPLICANT: ABREO, MELWYN A. 



Ti 



4 AGREE , CHARLES S. 

5 AUST, ROBERT 

6 KISSINGER, CHARLES R. 

7 MARGOSIAK, STEVE 

8 MENG, JERRY J. 

9 PELLET I ER, LAURA A. 

10 REJTO, PAUL A. 

11 SHOWALTER, RICHARD E. 

12 TEMPCZYK- RUSSELL, ANNA 

13 THOMSON, JIM 

14 VANDERPOOL, DARIN 

15 VILLAFRANCA, J. ERNEST 

17 <120> TITLE OF INVENTION: PEPTIDE MUTANT OF HUMAN ERAB/HADH2, ITS X-RAY CRYSTAL 

18 STRUCTURE, AND MATERIALS AND METHOD FOR IDENTIFICATION 

19 OF INHIBITORS THEREOF 

21 <130> FILE REFERENCE: 0125-0049 
;}(C--> 23 <140> CURRENT APPLICATION NUMBER: US/09/931, 186 
^ C--> 24 <141> CURRENT FILING DATE: 2001-08-17 

26 <160> NUMBER OF SEQ ID NOS : 24 

28 <170> SOFTWARE: Patentln Ver. 2.1 

30 <210> SEQ ID NO: 1 

31 <211> LENGTH: 786 

32 <212> TYPE: DNA 

33 <213> ORGANISM: Homo sapiens 

35 <220> FEATURE: 

36 <223> OTHER INFORMATION: full length mutant ERAB C214R 

38 <400> SEQUENCE: 1 

39 atggcagcag cgtgtcggag cgtgaagggc ctggtggcgg taataaccgg aggagcctcg 60 

40 ggcctgggcc tggccacggc ggagcgactt gtggggcagg gagcctctgc tgtgcttctg 120 

41 gacctgccca actcgggtgg ggaggcccaa gccaagaagt taggaaacaa ctgcgttttc 180 

42 gccccagccg acgtgacctc tgagaaggat gtgcaaacag ctctggctct agcaaaagga 240 

43 aagtttggcc gtgtggatgt agctgtcaac tgtgcaggca tcgcggtggc tagcaagacg 300 

44 tacaacttaa agaagggcca gacccatacc ttggaagact tccagcgagt tcttgatgtg 360 

45 aatctcatgg gcaccttcaa tgtgatccgc ctggtggctg gtgagatggg ccagaatgaa 420 

46 ccagaccagg gaggccaacg tggggtcatc atcaacactg ccagtgtggc tgccttcgag 480 

47 ggtcaggttg gacaagctgc atactctgct tccaaggggg gaatagtggg catgacactg 540 

48 cccattgctc gggatctggc tcccataggt atccgggtga tgaccattgc cccaggtctg 600 

49 tttggcaccc cactgctgac cagcctccca gagaaagtgc gtaacttctt agccagccaa 660 

50 gtgcccttcc ctagccgact gggtgaccct gctgagtatg ctcacctcgt acaggccatc 720 

51 atcgagaacc cattcctcaa tggagaggtc atccggctgg atggggctat tcgtatgcag 780 

52 ccttaa 7 86 

55 <210> SEQ ID NO: 2 

56 <211> LENGTH: 261 

57 <212> TYPE: PRT 

58 <213> ORGANISM: Homo sapiens 
60 <220> FEATURE: 
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61 <223> OTHER INFORMATION: full length mutant ERAB C214R 
63 <400> SEQUENCE : 2 
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98 180 185 190 

100 Val Met Thr He Ala Pro Gly Leu Phe Gly Thr Pro Leu Leu Thr Ser 

101 195 200 205 

103 Leu Pro Glu Lys Val Arg Asn Phe Leu Ala Ser Gin Val Pro Phe Pro 

104 210 215 220 

106 Ser Arg Leu Gly Asp Pro Ala Glu Tyr Ala His Leu Val Gin Ala He 

107 225 230 235 240 

109 He Glu Asn Pro Phe Leu Asn Gly Glu Val He Arg Leu Asp Gly Ala 

110 245 250 255 

112 He Arg Met Gin Pro 1 

113 260 

116 <210> SEQ ID NO: 3 

117 <211> LENGTH: 786 

118 <212> TYPE: DNA 

119 <213> ORGANISM: Homo sapiens 

121 <220> FEATURE: 

122 <223> OTHER INFORMATION: full length mutant ERAB C5V 

124 <400> SEQUENCE: 3 

125 atggcagcag ctgttcggag cgtgaagggc ctggtggcgg taataaccgg aggagcctcg 60 

126 ggcctgggcc tggccacggc ggagcgactt gtggggcagg gagcctctgc tgtgcttctg 120 

127 gacctgccca actcgggtgg ggaggcccaa gccaagaagt taggaaacaa ctgcgttttc 180 

128 gccccagccg acgtgacctc tgagaaggat gtgcaaacag ctctggctct agcaaaagga 240 

129 aagtttggcc gtgtggatgt agctgtcaac tgtgcaggca tcgcggtggc tagcaagacg 300 

130 tacaacttaa agaagggcca gacccatacc ttggaagact tccagcgagt tcttgatgtg 360 
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131 aatctcatgg gcaccttcaa tgtgatccgc ctggtggctg gtgagatggg ccagaatgaa 420 

132 ccagaccagg gaggccaacg tggggtcatc atcaacactg ccagtgtggc tgccttcgag 480 

133 ggtcaggttg gacaagctgc atactctgct tccaaggggg gaatagtggg catgacactg 540 

134 cccattgctc gggatctggc tcccataggt atccgggtga tgaccattgc cccaggtctg 600 

135 tttggcaccc cactgctgac cagcctccca gagaaagtgt gcaacttctt ggccagccaa 660 

136 gtgcccttcc ctagccgact gggtgaccct gctgagtatg ctcacctcgt acaggccatc 720 

137 atcgagaacc cattcctcaa tggagaggtc atccggctgg atggggctat tcgtatgcag 780 

138 ccttaa 786 

141 <210> SEQ ID NO: 4 

142 <211> LENGTH: 261 

143 <212> TYPE: PRT 

144 <213> ORGANISM: Homo sapiens 

146 <220> FEATURE: 

147 <223> OTHER INFORMATION: full length mutant ERAB CSV 
14 9 <400> SEQUENCE: 4 
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202 <210> SEQ ID NO: 5 

203 <211> LENGTH: 786 

204 <212> TYPE: DNA 

205 <213> ORGANISM: Homo sapiens 

207 <220> FEATURE: 

208 <223> OTHER INFORMATION: full length mutant ERAB C58V 

210 <400> SEQUENCE: 5 

211 atggcagcag cgtgtcggag 

212 ggcctgggcc tggccacggc 

213 gacctgccca actcgggtgg 

214 gccccagccg acgtgacctc 

215 aagtttggcc gtgtggatgt 

216 tacaacttaa agaagggcca 

217 aatctcatgg gcaccttcaa 

218 ccagaccagg gaggccaacg 

219 ggtcaggttg gacaagctgc 

220 cccattgctc gggatctggc 

221 tttggcaccc cactgctgac 

222 gtgcccttcc ctagccgact 

223 atcgagaacc cattcctcaa 

224 ccttaa 

227 <210> SEQ ID NO: 6 

228 <211> LENGTH: 261 
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cgtgaagggc ctggtggcgg taataaccgg aggagcctcg 60 
ggagcgactt gtggggcagg gagcctctgc tgtgcttctg 120 
ggaggcccaa gccaagaagt taggaaacaa cgttgttttc 180 
tgagaaggat gtgcaaacag ctctggctct agcaaaagga 240 
agctgtcaac tgtgcaggca tcgcggtggc tagcaagacg 300 
gacccatacc ttggaagact tccagcgagt tcttgatgtg 360 
tgtgatccgc ctggtggctg gtgagatggg ccagaatgaa 420 
tggggtcatc atcaacactg ccagtgtggc tgccttcgag 4 80 
atactctgct tccaaggggg gaatagtggg catgacactg 540 
tcccataggt atccgggtga tgaccattgc cccaggtctg 600 
cagcctccca gagaaagtgt gcaacttctt ggccagccaa 660 
gggtgaccct gctgagtatg ctcacctcgt acaggccatc 720 
tggagaggtc atccggctgg atggggctat tcgtatgcag 780 

786 
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267 165 170 175 

269 Gly Met Thr Leu Pro He Ala Arg Asp Leu Ala Pro He Gly He Arg 

270 180 185 190 

272 Val Met Thr He Ala Pro Gly Leu Phe Gly Thr Pro Leu Leu Thr Ser 

273 195 200 205 

275 Leu Pro Glu Lys Val Cys Asn Phe Leu Ala Ser Gin Val Pro Phe Pro 

276 210 215 220 

278 Ser Arg Leu Gly Asp Pro Ala Glu Tyr Ala His Leu Val Gin Ala lie 

279 225 230 235 240 

281 He Glu Asn Pro Phe Leu Asn Gly Glu Val He Arg Leu Asp Gly Ala 

282 245 250 255 

284 He Arg Met Gin Pro 

285 260 
288 <210> SEQ ID NO: 7 
289.<211> LENGTH: 786 

290 <212> TYPE: DNA 

291 <213> ORGANISM: Homo sapiens 

293 <220> FEATURE: 

294 <223> OTHER INFORMATION: wild type ERAB 

296 <400> SEQUENCE: 7 

297 atggcagcag cgtgtcggag cgtgaagggc ctggtggcgg taataaccgg aggagcctcg 60 

298 ggcctgggcc tggccacggc ggagcgactt gtggggcagg gagcctctgc tgtgcttctg 120 

299 gacctgccca actcgggtgg ggaggcccaa gccaagaagt taggaaacaa ctgcgttttc 180 

300 gccccagccg acgtgacctc tgagaaggat gtgcaaacag ctctggctct agcaaaagga 240 

301 aagtttggcc gtgtggatgt agctgtcaac tgtgcaggca tcgcggtggc tagcaagacg 300 

302 tacaacttaa agaagggcca gacccatacc ttggaagact tccagcgagt tcttgatgtg 360 

303 aatctcatgg gcaccttcaa tgtgatccgc ctggtggctg gtgagatggg ccagaatgaa 420 

304 ccagaccagg gaggccaacg tggggtcatc atcaacactg ccagtgtggc tgccttcgag 480 

305 ggtcaggttg gacaagctgc atactctgct tccaaggggg gaatagtggg catgacactg 540 

306 cccattgctc gggatctggc tcccataggt atccgggtga tgaccattgc cccaggtctg 600 

307 tttggcaccc cactgctgac cagcctccca gagaaagtgt gcaacttctt ggccagccaa 660 

308 gtgcccttcc ctagccgact gggtgaccct gctgagtatg ctcacctcgt acaggccatc 720 

309 atcgagaacc cattcctcaa tggagaggtc atccggctgg atggggctat tcgtatgcag 780 

310 ccttaa 735 

313 <210> SEQ ID NO: 8 

314 <211> LENGTH: 261 

315 <212> TYPE: PRT 

316 <213> ORGANISM: Homo sapiens 

318 <220> FEATURE: 

319 <223> OTHER INFORMATION: wild type ERAB 

321 <400> SEQUENCE: 8 

322 Met Ala Ala Ala Cys Arg Ser Val Lys Gly Leu Val Ala Val He Thr 

323 1 5 10 15 

325 Gly Gly Ala Ser Gly Leu Gly Leu Ala Thr Ala Glu Arg Leu Val Gly 

326 20 25 30 

328 Gin Gly Ala Ser Ala Val Leu Leu Asp Leu Pro Asn Ser Gly Gly Glu 

329 35 40 45 

331 Ala Gin Ala Lys Lys Leu Gly Asn Asn Cys Val Phe Ala Pro Ala Asp 

332 50 55 60 
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